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These pages include a curated set of bioinformatics and data resources that have been compiled by members of the International Arabidopsis Informatics
Consortium (IAIC) and curators at TAIR. This is not a comprehensive list; if you know of a resource that you think should be included, please send us an
email.

Search within these pages for Arabidopsis community bioinformatics tools and data resources. You can use labels for data types such as 'proteomics’ or
'gene_expression' or actions such as data submission or data analysis.
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Education and Outreach Resources

General Databases

Gene Expression/Transcriptomics Resources
Metabolomics Resources

Mutant and Mapping Resources

Proteomics Resources

Stock Centers (DNA, Seeds, other Physical Resources)

Or you can browse the list of resources based on tags.
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